pH 7.0, ionic strength 0.1 M, equimolar reactant concentrations) in the extracted set were got from Equilibrator (http://equilibrator.weizmann.ac.il/; the 2 nd of June, 2016; taken from the downloadable file, or otherwise directly queried on the website (Flamholz et al., 2012) ). Reactions with the ΔG estimate higher than a liberal threshold of + 30 kJ/mol (chosen based on fructose bisphosphate aldolase, reaction known to switch direction between glycolytic and gluconeogenetic state) in the direction of C-C cleavage were filtered out from the set of reactions.
Reactions for which no ΔG estimate was possible to estimate were also filtered out. (Supplementary table 1) . The pie chart was generated using R v. Team, 2008) , with the function 'ggplot' (Wickham, 2009 ).
(
Histogram of the prevalence of the final set of biotechnologically relevant C-C cleaving anchors in KEGG organisms (Figure 1g ) was generated of the data found in the Supplementary table using R v. 3.2.0 (Team, 2008) , with the function 'ggplot' (Wickham, 2009 ). Extraction of the data is explained in detail in the manuscript main text.
Finally, the localizations of the reactions (the final set of 62 reactions) in global metabolic network were identified and visualized using iPath v2 (Letunic et al., 2008 , Yamada et al., 2011 .
